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BACKGROUND STUDY DESIGN

Single-cell differential expression analysis of HSCs and immune cells in Cord-blood (CB) from children with allergy
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incidence of allergic disease is not only a problem in Canada. The US CDC reported about a 50% 255 N
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* The prevalence of allergic diseases including food allergies and asthma are increasing world-wide and ibrary prepar%tlon 4 f(gC antd tlestmg or @Vusuahzatuon and mining
substantial evidence suggests that this is driven, at least in part, by changes in the Western lifestyle and terential expression for biological insights
early life environmental factors(lifestyle, improved hygiene, antibiotics etc.)®. Allergic and atopic disease T I
are characterized by a robust immune response which involves a variety of immune cells resulting in the AIMS
the typical symptoms; excessive mucus production, rashes/hives, coughing, wheezing, itchiness etc. o | | o | | | | | |
* |dentifying gene signatures from cells and using this information to compile a list of signatures associated with allergy
 Quite a lot is known about some common allergens in the environment including the mechanisms and atopy.
through which they initiate an immune response, and many effective treatments exit for allergy and | |
asthma sufferers of whom children in infancy still have the greatest burden of disease. However very * Overlaying RNA-seq and mass cytometry data to construct a full cell and gene signature.
little is known about the origin of allergy and how to prevent allergic disease. This study hopes to o o | |
address this issue * Investigating the association between these gene signatures from the cord blood samples and patient’s development of
allergy and atopy.
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